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AlM METHODS

Infections with MPXV declined sharply after the pandemic in summer 2022 but The standard screening for MPXV in our multiplex PCR includes a generic
have continued to occur sporadically in the Berlin area with its large MSM scene MPXV-specific probe, an OPXV-specific probe, a cell control (3-globin) and an
to this day. With the increased occurrence of variant Ib in the Democratic Republic internal control. In order to differentiate between MPXV clade | and II, we tested
of Congo and the spread in Central Africa, a worldwide spread is likely. Until today the PCR according to Shuting Huo et al. 2022, which differentiates OPXV
only two imported cases of MPXV calde Ib were reported in Germany. For this generic, clade | and clade Il a/b as a 3-plex PCR. As a further method and for

there is a need for the differentiation of MPXV strains in the routine laboratory.
We adapted a multiplex PCR into our routine diagnostics to differentiate MPXV
clade |, clade Ib and clade II.

further differentiation in case of positive screening, the methods of Y. Li et al.
2010 (MPXV generic, west african (clade Il), congo basin (clade |)) and Leonard
Schuele et al. 2024 (MPXV clade Ib) were combined into a multiplex PCR (4-
plex). 16 randomly selected positive samples from the period Nov. 2022 to Nowv.
2024 were retested with both multiplex PCR methods.

RESULTS

All samples were confirmed positive with the generic MPXV/OPXYV probes and were positive for clade Il (West African specific). No clade | or clade Ib positive sample
was detected, only the positive controls were detected here. 30 positive routine samples from the end of November 2024 to the end of March 2025 also all tested
positive as clade II.
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CONCLUSIONS

Clade | has apparently not yet arrived on the Berlin MSM scene. As soon as clade |Ib spreads further, these multiplex PCR methods
are well suited to differentiate infections with the far more virulent and more lethal MPXV clade | or Ib. If the incidence is low, the
methods appear to be useful as add-on methods, and possibly also as a screening method if the incidence is higher.
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