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Fig. 1: gyrA-PCR (olive green), parC-PCR (red), PBP-2 PCR (blue), PPNG-PCR
(bilious green) and IC (purple). PCR for serial dilutions.

Fig. 2: Result of real-time PCR in multiplex format. gyrA resistance test (olive green), parcC
resistance test (red), PBP-2 resistance test (blue), PPNG resistance test (poison green) and IC
(purple). PCR result of the individual targets for testing on routine samples

Neisseria gonorrhoeae was very low as only one sample tested positive.
The data show that over a wide range of pathogen concentrations (Ct),
the detection of resistance is possible.

(2008). The probes were labelled for multiplex PCR with the
colours Yakima Yellow, Texas Red, Cy5.5 and FAM.
Extraction of bacterial DNA was performed with the
STARMag 96 Universal Cartridge Kit (Seegene), the PCR
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to detect mutations was calculated. The PCR was tested In PG - measured MICs showed partly larger differences, this should be further investigated. The significance - - = - :
29 routine PCR swab samples, from which no culture could of Ct values above 38 has not yet been clearly clarified; further investigations will follow.

be established due to the medium in the PCR swabs.
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Fig. 3: Results of the multiplex format of different colonized
samples: gyrA PCR (olive green), parC PCR (red), PBP-2 PCR
(blue), PPNG PCR (poison green) and IC (purple).
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